}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation |,y g sequence intracellular |extracellular [cytosol [nucleus [mitochndrion | .. | golgi plasma extrac
name sites  [sites reticulum  |apparatus membrane [region
P23284 PPIB_ HUMAN [Homo Peptidyl- [21.553828 S139 NaN 34725712;38665916;34019948;332 [MLRLSERNMKVLLAAALIAGSVFFL |True True 4.302 |4.324 False 5.0 False False 4.469
sapiens |prolyl cis- 14551;30444036;32870666;365806 [LLPGPSAADEKKKGPKVTVKVYFDLR
trans 60;20305658;32119511;35083852;4 IGDEDVGRVIFGLFGKTVPKTVDNFV
isomerase 0596516;37217939 ALATGEKGFGYKNSKFHRVIKDFMI
B QGGDFTRGDGTGGKSIYGERFPDEN

FKLKHYGPGWVSMANAGKDTNGSQ
FFITTVKTAWLDGKHVVFGKVLEGM
EVVRKVESTKTDSRDKPLKDVIIADC

GKIEVEKPFAIAKE




