}11;1 iprotkB Entry name |organism [full name loglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular lextracellular cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extr"acellular
sites sites reticulum apparatus membrane region
P23434 GCSH_HUMAN [Homo Glycine 25.886613 NaN NaN 35008409 MALRVVRSVRALLCTLRAVPSPAAP (True False 1.538 |1.529 [4.749 1.121 0.841 1.349 1.784
sapiens |cleavage CPPRPWQLGVGAVRTLRTGPALLSV
system H RKFTEKHEWVTTENGIGTVGISNFA
protein, QEALGDVVYCSLPEVGTKLNKQDEF
mitochondrial GALESVKAASELYSPLSGEVTEINEA
LAENPGLVNKSCYEDGWLIKMTLSN
PSELDELMSEEAYEKYIKSIEE




