
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

P23634 AT2B4_HUMAN Homo
sapiens

Plasma
membrane
calcium-
transporting
ATPase	4

24.422882 S13;S17;S258;T1051 S13;S328;T1102 38665916;33465208;40307207;293
51928;28510447

MTNPSDRVLPANSMAESREGDFGC
TVMELRKLMELRSRDALTQINVHYG
GVQNLCSRLKTSPVEGLSGNPADLE
KRRQVFGHNVIPPKKPKTFLELVWE
ALQDVTLIILEIAAIISLVLSFYRPAGE
ENELCGQVATTPEDENEAQAGWIEG
AAILFSVIIVVLVTAFNDWSKEKQFR
GLQCRIEQEQKFSIIRNGQLIQLPVA
EIVVGDIAQVKYGDLLPADGILIQGN
DLKIDESSLTGESDHVKKSLDKDPM
LLSGTHVMEGSGRMVVTAVGVNSQ
TGIILTLLGVNEDDEGEKKKKGKKQ
GVPENRNKAKTQDGVALEIQPLNSQ
EGIDNEEKDKKAVKVPKKEKSVLQG
KLTRLAVQIGKAGLLMSALTVFILILY
FVIDNFVINRRPWLPECTPIYIQYFVK
FFIIGITVLVVAVPEGLPLAVTISLAYS
VKKMMKDNNLVRHLDACETMGNA
TAICSDKTGTLTMNRMTVVQAYIGGI
HYRQIPSPDVFLPKVLDLIVNGISINS
AYTSKILPPEKEGGLPRQVGNKTECA
LLGFVTDLKQDYQAVRNEVPEEKLY
KVYTFNSVRKSMSTVIRNPNGGFRM
YSKGASEIILRKCNRILDRKGEAVPF
KNKDRDDMVRTVIEPMACDGLRTIC
IAYRDFDDTEPSWDNENEILTELTCI
AVVGIEDPVRPEVPDAIAKCKQAGIT
VRMVTGDNINTARAIATKCGILTPGD
DFLCLEGKEFNRLIRNEKGEVEQEK
LDKIWPKLRVLARSSPTDKHTLVKGI
IDSTVGEHRQVVAVTGDGTNDGPAL
KKADVGFAMGIAGTDVAKEASDIILT
DDNFTSIVKAVMWGRNVYDSISKFL
QFQLTVNVVAVIVAFTGACITQDSPL
KAVQMLWVNLIMDTFASLALATEPP
TESLLKRRPYGRNKPLISRTMMKNIL
GHAFYQLIVIFILVFAGEKFFDIDSGR
KAPLHSPPSQHYTIVFNTFVLMQLF
NEINSRKIHGEKNVFSGIYRNIIFCSV
VLGTFICQIFIVEFGGKPFSCTSLSLS
QWLWCLFIGIGELLWGQFISAIPTRS
LKFLKEAGHGTTKEEITKDAEGLDEI
DHAEMELRRGQILWFRGLNRIQTQI
DVINTFQTGASFKGVLRRQNMGQH
LDVKLVPSSSYIKVVKAFHSSLHESI
QKPYNQKSIHSFMTHPEFAIEEELPR
TPLLDEEEEENPDKASKFGTRVLLL
DGEVTPYANTNNNAVDCNQVQLPQ
SDSSLQSLETSV

False True False False 4.0 False False 4.756


