UniprotKB Entry name |organism full name |oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
P23708 NFYA MOUSE Mus Nuclear 38.223321 NaN S325 40997131 MEQYTTNSNSSTEQIVVQAGQIQQQ [True False 1.485 |[5.0 1.644 1.493 0.682 1.287 1.318
musculus [transcription QGGVTAVQLQTEAQVASASGQQVQT
factor Y LQVVQGQPLMVQVSGGQLITSTGQP
subunit IMVQAVPGGQGQTIMQVPVSGTQGL
alpha QQIQLVPPGQIQIQGGQAVQVQGQQ

GQTQQIIIQQPQTAVTAGQTQTQQQI
AVQGQQVAQTAEGQTIVYQPVNADG
TILQQVTVPVSGMITIPAASLAGAQIV
QTGANTNTTSSGQGTVTVTLPVAGN
VVNSGGMVMMVPGAGSVPAIQRIPL
PGAEMLEEEPLYVNAKQYHRILKRR
QARAKLEAEGKIPKERRKYLHESRH
RHAMARKRGEGGRFFSPKEKDSPH
MQDPNQADEEAMTQIIRVS




