UniprotKB Entry organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em_ioplasmlc golgi plasma extr_acel]
ID name name sites sites reticulum |apparatus membrane region
P23928 CRYAB_RAT [Rattus Alpha-  |47.447508 T170 S19;545;S59 34502162;23543138;14985449;863 |MDIAIHHPWIRRPFFPFHSPSRLFD ([True True 4.524 [4.432 |4.583 1.597 0.88 5.0 3.737
norvegicus |crystallin 9509;23110217 QFFGEHLLESDLFSTATSLSPFYLRP
B chain PSFLRAPSWIDTGLSEMRMEKDRFS
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