UniprotkB Entry name |organism [full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma exti
ID sites  |sites reticulum |apparatus membrane reg
P23953 EST1C_MOUSE Mus Carboxylesterase [26.824559 NaN S473 39627609;39927985;37507081 MWLHALVWASLAVCPILGHSLLPPV |False True False [False |False 5.0 False 0.562 5.0

musculus

1C

VDTTQGKVLGKYISLEGFEQPVAVFL
GVPFAKPPLGSLRFAPPQPAEPWSF
IVKNATSYPPMCSQDAGWAKILSDM
FSTEKEILPLKISEDCLYLNIYSPADL
TKSSQLPVMVWIHGGGLVIGGASPY
NGLALSAHENVVVVTIQYRLGIWGL
FSTGDEHSPGNWAHLDQLAALRWV
QDNIANFGGNPDSVTIFGESSGGISV
SVLVLSPLGKDLFHRAISESGVVINT
NVGKKNIQAVNEIIATLSQCNDTSSA
IAMVQCLRQKTESELLEISGKLVQYNI
SLSTMIDGVVLPKAPEEILAEKSFNT
VPYIVGFNKQEFGWIIPMMLQNLLP
EGKMNEETASLLLRRFHSELNISES
MIPAVIEQYLRGVDDPAKKSELILDM
FGDIFFGIPAVLLSRSLRDAGVSTYM
YEFRYRPSFVSDKRPQTVEGDHGDE
IFFVEGAPLLKEGASEEETNLSKMV
MKFWANFARNGNPNGEGLPHWPE
YDEQEGYLQIGATTQQAQRLKAEEV
AFWTELLAKNPPETDPTEHTEHK




