UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(?oplasmlc golgi extr‘acellular

ID name sites sites reticulum apparatus membrane [region

P24063 ITAL MOUSE Mus Integrin (31.413142 NaN NaN 29187734;39627609 [MSFRIAGPRLLLLGLQLFAKAWSYN |False True 2.41 2.428 [1.991 1.744 1.343 5.0 3.075
musculus [|alpha-L LDTRPTQSFLAQAGRHFGYQVLQIE

DGVVVGAPGEGDNTGGLYHCRTSSE
FCQPVSLHGSNHTSKYLGMTLATDA
AKGSLLACDPGLSRTCDQNTYLSGL
CYLFPQSLEGPMLQNRPAYQECMK
GKVDLVFLFDGSQSLDRKDFEKILEF
MKDVMRKLSNTSYQFAAVQFSTDC
RTEFTFLDYVKQNKNPDVLLGSVQP
MFLLTNTFRAINYVVAHVFKEESGA
RPDATKVLVIITDGEASDKGNISAAH
DITRYIIGIGKHFVSVQKQKTLHIFAS
EPVEEFVKILDTFEKLKDLFTDLQRR
IYAIEGTNRQDLTSFNMELSSSGISA
DLSKGHAVVGAVGAKDWAGGFLDL
REDLQGATFVGQEPLTSDVRGGYLG
YTVAWMTSRSSRPLLAAGAPRYQHV
GQVLLFQAPEAGGRWNQTQKIEGTQ
IGSYFGGELCSVDLDQDGEAELLLIG
APLFFGEQRGGRVFTYQRRQSLFEM
VSELQGDPGYPLGRFGAAITALTDIN
GDRLTDVAVGAPLEEQGAVYIFNGK
PGGLSPQPSQRIQGAQVFPGIRWFG
RSIHGVKDLGGDRLADVVVGAEGRV
'VVLSSRPVVDVVTELSFSPEEIPVHE
VECSYSAREEQKHGVKLKACFRIKPL
TPQFQGRLLANLSYTLQLDGHRMRS
RGLFPDGSHELSGNTSITPDKSCLDF
HFHFPICIQDLISPINVSLNFSLLEEE
GTPRDQKVGRAMQPILRPSIHTVTKE
IPFEKNCGEDKKCEANLTLSSPARS
GPLRLMSSASLAVEWTLSNSGEDAY
WVRLDLDFPRGLSFRKVEMLQPHS
RMPVSCEELTEGSSLLTKTLKCNVS
SPIFKAGQEVSLQVMFNTLLNSSWE
DFVELNGTVHCENENSSLQEDNSA
ATHIPVLYPVNILTKEQENSTLYISFT
PKGPKTQQVQHVYQVRIQPSAYDHN
MPTLEALVGVPWPHSEDPITYTWSV
QTDPLVTCHSEDLKRPSSEAEQPCL
PGVQFRCPIVFRREILIQVTGTVELSK
EIKASSTLSLCSSLSVSFNSSKHFHL
'YGSKASEAQVLVKVDLIHEKEMLHV
'YVLSGIGGLVLLFLIFLALYKVGFFKR
NLKEKMEADGGVPNGSPPEDTDPL
AVPGEETKDMGCLEPLRESDKD




