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D Entry name |organism hame oglcnacscore sites phosphorylation sites PMIDS sequence intracellular [extracellular|cytosol nucleus mitochndrion reticulum |apparatus |me

P24270 CATA_MOUSE |Mus Catalase [27.612586 NaN S9;S21;5417;S422;S434;T511;S517|37453647;36288343;37507081;281 |[MSDSRDPASDQMKQWKEQRASQR [None None None [None |None None None No
musculus

35057;28528544

PDVLTTGGGNPIGDKLNIMTAGSRG
PLLVQDVVFTDEMAHFDRERIPERV
VHAKGAGAFGYFEVTHDITRYSKAK
VFEHIGKRTPIAVRFSTVTGESGSAD
TVRDPRGFAVKFYTEDGNWDLVGN
NTPIFFIRDAILFPSFIHSQKRNPQTH
LKDPDMVWDFWSLRPESLHQVSFL
FSDRGIPDGHRHMNGYGSHTFKLV
NADGEAVYCKFHYKTDQGIKNLPVG
EAGRLAQEDPDYGLRDLFNAIANGN
YPSWTFYIQVMTFKEAETFPFNPFDL
TKVWPHKDYPLIPVGKLVLNKNPVN
YFAEVEQMAFDPSNMPPGIEPSPDK
MLQGRLFAYPDTHRHRLGPNYLQIP
IVNCPYRARVANYQRDGPMCMHDN
QGGAPNYYPNSFSAPEQQRSALEHS
IVQCAVDVKRFNSANEDNVTQVRTFY
TKVLNEEERKRLCENIAGHLKDAQL
FIQKKAVKNFTDVHPDYGARIQALLD
KYNAEKPKNAIHTYTQAGSHMAAKG
KANL




