UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol jnucleus mitochndrion end%oplasmlc golgi plasma extr“acellular
ID name name sites sites reticulum apparatus membrane region
P24587 IAKAP5 RAT Rattus A- 23.439218 NaN S4;S22 38843836 METSVSEIQIETKDEKRPEAASPQKE |False True 2.545 [2.749 ]0.917 1.476 0.961 5.0 1.358
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