}j[;l iprotkB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular|extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane region
P24593 IBP5 HUMAN Homo Insulin- 17.826004 NaN S116 38665916 MVLLTAVLLLLAAYAGPAQSLGSFV |False True 1.829 [2.484 2.124 4.396 0.979 2.107 5.0
sapiens like HCEPCDEKALSMCPPSPLGCELVKE
growth PGCGCCMTCALAEGQSCGVYTERCA
factor- QGLRCLPRQDEEKPLHALLHGRGVC
binding LNEKSYREQVKIERDSREHEEPTTSE
protein MAEETYSPKIFRPKHTRISELKAEAV
5 KKDRRKKLTQSKFVGGAENTAHPRIIL

SAPEMRQESEQGPCRRHMEASLQE
LKASPRMVPRAVYLPNCDRKGFYKR
KQCKPSRGRKRGICWCVDKYGMKL

PGMEYVDGDFQCHTFDSSNVE




