UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extlfacellular
ID name sites sites reticulum apparatus membrane region
P24622 CRYAA _MOUSE |Mus |Alpha-  [26.088944 S185 S45;S145 30016717  MDVTIQHPWFKRALGPFYPSRLFDQ [True False 3.887 [4.455 1.877 1.667 1.207 1.787 1.632
musculus |crystallin FFGEGLFEYDLLPFLSSTISPYYRQSL
|A chain FRTVLDSGISELMTHMWFVMHQPH

IAGNPKNNPVKVRSDRDKFVIFLDVK
HFSPEDLTVKVLEDFVEIHGKHNER
QDDHGYISREFHRRYRLPSNVDQSA
LSCSLSADGMLTFSGPKVQSGLDAG
HSERAIPVSREEKPSSAPSS




