}Jl;l iprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular lextracellular |cytosol nucleus mitochndrion em:loplasmlc golgi [plasma extl:acellular
name name sites sites reticulum apparatus membrane [region
P25286 'VPP1_RAT [Rattus V-type |36.054081 NaN 'T250;T360;T364 [18683930;38843836 MGELFRSEEMTLAQLFLQSEAAYCC [False True 3.311 [2.688 1.339 1.463 2.614 4.635 1.18
norvegicus [proton VSELEELGKVQFRDLNPDVNVFQRK

ATPase FVNEVRRCEEMDRKLRFVEKEIRKA

116 NIPIMDTGENPEVPFPRDMIDLEAN

kDa FEKIENELKEINTNQEALKRNFLELT

subunit ELKFILRKTQQFFDEMADPDLLEES

al SSLLEPNEMGRGAPLRLGFVAGVIN

RERIPTFERMLWRVCRGNVFLRQAE
IENPLEDPVTGDYVHKSVFIIFFQGD
QLKNRVKKICEGFRASLYPCPETPQE
RKEMASGVNTRIDDLQMVLNQTED
HRQRVLQAAAKNIRVWFIKVRKMKA
IYHTLNLCNIDVTQKCLIAEVWCPVT
DLDSIQFALRRGTEHSGSTVPSILNR
MQTNQTPPTYNKTNKFTHGFQNIV
DAYGIGTYREINPAPYTVITFPFLFAV
MFGDFGHGILMTLFAVWMVLRESR
ILSQKNENEMFSMVFSGRYIILLMG
LFSIYTGLIYNDCFSKSLNIFGSSWS
VRPMFTIGNWTEETLLGSSVLQLNP
IAIPGVFGGPYPFGIDPIWNIATNKLTF
LNSFKMKMSVILGIITHMLFGVSLSLF
NHIYFKKPLNIYFGFIPEIIFMSSLFG
YLVILIFYKWTAYDAHSSRNAPSLLIH
FINMFLFSYPESGNAMLYSGQKGIQ
CFLIVVAMLCVPWMLLFKPLILRHQ
YLRKKHLGTLNFGGIRVGNGPTEED
AEIIQHDQLSTHSEDAEEPTEDEVFD
FGDTMVHQAIHTIEYCLGCISNTASY
LRLWALSLAHAQLSEVLWTMVIHIG
LHVRSLAGGLGLFFIFAAFATLTVAIL
LIMEGLSAFLHALRLHWVEFQNKFY
TGTGFKFLPFSFEHIREGKFDE




