}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma 2
name sites sites reticulum |apparatus membrane re
P25444 RS2_MOUSE Mus Small 40.724887 T285;T293|T252;S264;T270;5281|33300544;40885482;36852467;375 |MADDAGAAGGPGGPGGPGLGGRGG (True False 5.0 4.076  [2.573 1.521 1.018 1.691 1.
musculus [ribosomal 07081;36084651;36288343;358220 |[FRGGFGSGLRGRGRGRGRGRGRGR
subunit 49;37453647;39927985;39627609 |GARGGKAEDKEWIPVTKLGRLVKD
protein MKIKSLEEIYLFSLPIKESEIIDFFLGA
uS5 SLKDEVLKIMPVQKQTRAGQRTRFK

IAFVAIGDYNGHVGLGVKCSKEVATAI
RGAIILAKLSIVPVRRGYWGNKIGKP
HTVPCKVTGRCGSVLVRLIPAPRGTG
IVSAPVPKKLLMMAGIDDCYTSARG
CTATLGNFAKATFDAISKTYSYLTPD
LWKETVFTKSPYQEFTDHLVKTHTR

[VSVQRTQAPAVATT




