}J];I iprotkB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enc'loplasmu: golgi plasma extl.'acellular
sites sites reticulum apparatus membrane [region
P25446 TNR6_MOUSE |Mus Tumor 26.088944 S144;T154|T206;S217;S220;T314 (30016717 MLWIWAVLPLVLAGSQLRVHTQGT [False True 2.816 |(3.128 |2.918 2.449 1.843 5.0 5.0
musculus |[necrosis NSISESLKLRRRVRETDKNCSEGLY

factor QGGPFCCQPCQPGKKKVEDCKMNG

receptor GTPTCAPCTEGKEYMDKNHYADKC

superfamily RRCTLCDEEHGLEVETNCTLTQNTK

member 6 CKCKPDFYCDSPGCEHCVRCASCEH

GTLEPCTATSNTNCRKQSPRNRLWL
LTILVLLIPLVFIYRKYRKRKCWKRRQ
DDPESRTSSRETIPMNASNLSLSKYI

PRIAEDMTIQEAKKFARENNIKEGKI

DEIMHDSIQDTAEQKVQLLLCWYQS
HGKSDAYQDLIKGLKKAECRRTLDK

FQDMVQKDLGKSTPDTGNENEGQC
LE




