UniprotKB Entry name |organism full oglcnacscore o_glcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:.loplasmlc golgi plasma extl.‘acellular
ID name sites sites reticulum apparatus membrane region
P25567 SRO9_YEAST |[Saccharomyces RNA- |24.475439 NaN S55;5148;S422 (33229814 | MSAETAAANTATAPVPEVQEQESSK |None None None |None None None None None None
cerevisiae binding SKQVNLTPAPLPTSSPWKLAPTEIPV
protein STISIEDLDATRKKKNRTPTPKSSTAT
SRO9 KWVPIKASITVSGTKRSGSKNGASN

GNSNKSKNNKTAASSTSSSNANRK
KKHHQHNAKKQQQMKKDGFESAV
GEEDSKDATSQENGQSTQQQQPPH
HRNHHHSHHHNSNGPQRRKFHNS
NNAGMPQNQGFPPQFKPYQGRNAR
NNNNNRSKYHNHFHHNQQHPQQP
MVKLQQQFYPVQPVLMAINNIARQI
EYYFSEENLTVDNYLRSKLSKDGFA
PLSLISKFYRVVNMSFGGDTNLILAA
LREIVANEAATVNVAEGTLAAKEGD
NVTGEAKEPSPLDKYFVRSKSWSN
'WLPETFETEINIEKELVGDALDQFMI
SLPPVPQQEEESSTELASQEQETKE
DSAPVAAGESESSL




