UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion em‘!oplasmlc golgi plasma extl"acellular

1D name sites sites reticulum apparatus membrane [region

P25688 URIC_MOUSE Mus Uricase |23.627151 NaN S39;S63;S231;T288|37453647 MAHYHDNYGKNDEVEFVRTGYGKD [True False 4.68 2.685 |4.404 1.444 0.88 1.874 2.031
musculus MVKVLHIQRDGKYHSIKEVATSVQL

TLRSKKDYLHGDNSDIIPTDTIKNTV
HVLAKLRGIRNIETFAMNICEHFLSS
FNHVTRAHVYVEEVPWKRFEKNGIK
HVHAFIHTPTGTHFCEVEQMRNGPP
\VIHSGIKDLKVLKTTQSGFEGFLKDQ
FTTLPEVKDRCFATQVYCKWRYQRR
DVDFEAIWGAVRDIVLQKFAGPYDK
GEYSPSVQKTLYDIQVLSLSQLPEIE
DMEISLPNIHYFNIDMSKMGLINKE
EVLLPLDNPYGKITGTVKRKLPSRL




