}Jl;l iprotKB Entry name |organism full name |oglcnacscore o-glcnac iphosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasn
sites reticulum |apparatus meml
P25787 PSA2_HUMAN Homo Proteasome 25.671657 NaN T6;S7;514;S16;T24;T76;T121 [34229054;39894887;38665916;347 [MAERGYSFSLTTFSPSGKLVQIEYAL [True False 4.635 |5.0 1.943 1.469 0.718 1.432
sapiens  |subunit 25712;40914422;30444036;351381 |AAVAGGAPSVGIKAANGVVLATEKK
alpha type- 01 QKSILYDERSVHKVEPITKHIGLVYS
2 GMGPDYRVLVHRARKLAQQYYLVYQ

EPIPTAQLVQRVASVMQEYTQSGGV
RPFGVSLLICGWNEGRPYLFQSDPS

GAYFAWKATAMGKNYVNGKTFLEK
RYNEDLELEDAIHTAILTLKESFEGQ
MTEDNIEVGICNEAGFRRLTPTEVK
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