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UniprotKB Entry name |organism full oglcnacscore o.glcnac e viation PMIDS [sequence intracellular extracellular cytosol [nucleus mitochndrion em.10p lasmic golgi - extl:acellular
ID name sites sites reticulum apparatus membrane region
P26010 ITB7_HUMAN [Homo Integrin|34.455997 NaN T778 40914422 MVALPMVLVLLLVLSRGESELDAKIP |False True 2.752 |1.927 [1.528 1.415 0.772 5.0 4.575

sapiens beta-7 STGDATEWRNPHLSMLGSCQPAPS

CQKCILSHPSCAWCKQLNFTASGEA
EARRCARREELLARGCPLEELEEPR
GQQEVLQDQPLSQGARGEGATQLAP
QRVRVTLRPGEPQQLQVRFLRAEGY
PVDLYYLMDLSYSMKDDLERVRQLG
HALLVRLQEVTHSVRIGFGSFVDKT
VLPFVSTVPSKLRHPCPTRLERCQSP
FSFHHVLSLTGDAQAFEREVGRQSV
SGNLDSPEGGFDAILQAALCQEQIG
'WRNVSRLLVFTSDDTFHTAGDGKLG
GIFMPSDGHCHLDSNGLYSRSTEFD
YPSVGQVAQALSAANIQPIFAVTSAA
LPVYQELSKLIPKSAVGELSEDSSNV
VQLIMDAYNSLSSTVTLEHSSLPPGV
HISYESQCEGPEKREGKAEDRGQCN
HVRINQTVTFWVSLQATHCLPEPHL
LRLRALGFSEELIVELHTLCDCNCSD
TQPQAPHCSDGQGHLQCGVCSCAP
GRLGRLCECSVAELSSPDLESGCRA
PNGTGPLCSGKGHCQCGRCSCSGQ
SSGHLCECDDASCERHEGILCGGFG
RCQCGVCHCHANRTGRACECSGD
MDSCISPEGGLCSGHGRCKCNRCQ
CLDGYYGALCDQCPGCKTPCERHRD
CAECGAFRTGPLATNCSTACAHTNV
TLALAPILDDGWCKERTLDNQLFFF
LVEDDARGTVVLRVRPQEKGADHTQ
AIVLGCVGGIVAVGLGLVLAYRLSVEI
'YDRREYSRFEKEQQQLNWKQDSNP
LYKSAITTTINPRFQEADSPTL




