UniprotKB Entry name organism ffull loglcnacscore oglcnac phosp ylation sites [PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma
ID nmame sites reticulum apparatus membrane
P26038 MOES_HUMAN |Homo Moesin |12.733539 NaN S74;T116;S407;S527;T558(33214551;30379171;26853435;386 |MPKTISVRVITMDAELEFAIQPNTTG (True True 4.824 |4.583 |2.515 2.061 2.483 5.0

sapiens 65916;34725712;40914422;340199 |KQLFDQVVKTIGLREVWFFGLQYQD

48;35138101

TKGFSTWLKLNKKVTAQDVRKESPL
LFKFRAKFYPEDVSEELIQDITQRLF
FLQVKEGILNDDIYCPPETAVLLASY
IAVQSKYGDFNKEVHKSGYLAGDKLL
PQRVLEQHKLNKDQWEERIQVWHE
EHRGMLREDAVLEYLKIAQDLEMYG
IVNYFSIKNKKGSELWLGVDALGLNI
IYEQNDRLTPKIGFPWSEIRNISFNDK
KFVIKPIDKKAPDFVFYAPRLRINKRI
LALCMGNHELYMRRRKPDTIEVQQ
MKAQAREEKHQKQMERAMLENEK
KKREMAEKEKEKIEREKEELMERLK
QIEEQTKKAQQELEEQTRRALELEQ
ERKRAQSEAEKLAKERQEAEEAKEA
LLQASRDQKKTQEQLALEMAELTAR
ISQLEMARQKKESEAVEWQQKAQM
IVQEDLEKTRAELKTAMSTPHVAEPA
ENEQDEQDENGAEASADLRADAMA
KDRSEEERTTEAEKNERVQKHLKAL
TSELANARDESKKTANDMIHAENM
RLGRDKYKTLRQIRQGNTKQRIDEF
ESM




