UniprotKB Entry name |organism full oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion |~ . ic|golgi plasma extl:acellular

ID name sites sites reticulum |apparatus membrane region

P26043 RADI_MOUSE |Mus Radixin [30.328585 NaN T564 37453647;39927985;36288343 MPKPINVRVITMDAELEFAIQPNTT (True False 4.52 1.312  |False False False 3.0 False
musculus GKQLFDQVVKTVGLREVWFFGLQYV

DSKGYSTWLKLNKKVTQQDVKKEN
PLQFKFRAKFFPEDVSEELIQEITQR
LFFLQVKEAILNDEIYCPPETAVLLAS
YAVQAKYGDYNKEIHKPGYLANDRL
LPQRVLEQHKLTKEQWEERIQNWH
EEHRGMLREDSMMEYLKIAQDLEM
YGVNYFEIKNKKGTELWLGVDALGL
NIYEHDDKLTPKIGFPWSEIRNISFN
DKKFVIKPIDKKAPDFVFYAPRLRIN
KRILALCMGNHELYMRRRKPDTIEV
QQMKAQAREEKHQKQLERAQLENE
KKKREIAEKEKERIEREKEELMERLR
QIEEQTVKAQKELEEQTRKALELEQ
ERQRAKEEAERLDRERRAAEEAKSA
IAKQAADQMKNQEQLAAELAEFTAK
IALLEEAKKKKEEEATEWQHKAFAA
QEDLEKTKEELKTVMSAPPPPPPPPV
IPPTENEHDEQDENSAEASAELSSE
GVMNHRSEEERVTETQKNERVKKQ
LQALSSELAQARDETKKTQNDVLHA
ENVKAGRDKYKTLRQIRQGNTKQRI
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