UniprotKB Entry name organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma eth:acellt
ID sites sites reticulum |apparatus membrane region
P26150 3BHS3_MOUSE |Mus 3 beta- 37.624783 NaN NaN 40997131;37453647 MPGWSCLVTGAGGFLGQRIIQLLVQ (True True 0.55 0.876  [5.0 5.0 False 1.871 0.713
musculus |hydroxysteroid EKDLEEIRVLDKVFKPETREQFFNLG
dehydrogenase/Delta TSIKVTVLEGDILDTQYLRRACQGISV

5-->4-isomerase
type 3

VIHTAAIIDVTGVIPRQTILDVNLKGT
QNLLEACIQASVPAFIFSSSVDVAGP
NSYKDIVLNGHEDEHRESTWSDPYP
'YSKKMAEKAVLAANGSMLKNGGTL
QTCALRPMCIYGERSQFLSNTIIKAL
KNKFILRGGGKFSTANPVYVGNVAW
AHILAARGLRNPKKSPNIQGEFYYIS
DDTPHQSYDDLNYTLSKEWGFCLN
SRWYLPVPILYWLAFLLETVSFLLSPI
'YRYIPPENRHLVTLTASTFTFSYKKA
QRDLGYEPLVSWEEAKQKTSEWIGT

LVEQHRETLDTKSQ




