UniprotKB Entry name |organism full name |oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_acellular

ID sites reticulum |apparatus membrane region

P26350 PTMA_MOUSE Mus Prothymosin [22.380232 NaN S2;T8;5S9;S10;T13;T14;T102;T107 (37507081 MSDAAVDTSSEITTKDLKEKKEVVE |True False 2.717 |5.0 1.693 1.127 0.511 1.484 2.045
musculus |alpha EAENGRDAPANGNAQNEENGEQEA
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