}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr.ac‘
name sites sites reticulum |apparatus membrane region
P26368 U2AF2_HUMAN [Homo Splicing [21.056901 NaN S2;S79;5294 37217939;33214551;22121020;325 [MSDFDEFERQLNENKQERDKENRH [True False 2.095 (5.0 1.89 1.289 0.718 1.407 1.447
sapiens |[factor 22876;38665916;34725712;321195 [RKRSHSRSRSRDRKRRSRSRDRRNR
U2AF 11;40914422;35083852;34019948;3 IDQRSASRDRRRRSKPLTRGAKEEHG
65 kDa 5138101;28510447 GLIRSPRHEKKKKVRKYWDVPPPGF
subunit EHITPMQYKAMQAAGQIPATALLPT

MTPDGLAVTPTPVPVVGSQMTRQAR
RLYVGNIPFGITEEAMMDFFNAQMR
LGGLTQAPGNPVLAVQINQDKNFAF
LEFRSVDETTQAMAFDGIIFQGQSLK
IRRPHDYQPLPGMSENPSVYVPGVV
STVVPDSAHKLFIGGLPNYLNDDQV
KELLTSFGPLKAFNLVKDSATGLSKG
YAFCEYVDINVTDQAIAGLNGMQLG
DKKLLVQRASVGAKNATLVSPPSTIN
QTPVTLQVPGLMSSQVQMGGHPTE
IVLCLMNMVLPEELLDDEEYEEIVED
IVRDECSKYGLVKSIEIPRPVDGVEVP
GCGKIFVEFTSVFDCQKAMQGLTGR

KFANRVVVTKYCDPDSYHRRDFW




