UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi .

ID sites reticulum |appar:

P26443 DHE3_MOUSE [Mus Glutamate 30.09865 NaN S79;5S128;T135;S227;5384;T410;T5 |37507081;37453647;34105348;362 [MYRRLGEALLLSRAGPAALGSAAAD ([True False False |False 5.0 4.0 False
musculus |dehydrogenase 12 88343;39927985 SAALLGWARGQPSAAPQPGLTPVAR

mitochondrial

RHYSEAAADREDDPNFFKMVEGFF
DRGASIVEDKLVEDLKTRESEEQKR
NRVRGILRIIKPCNHVLSLSFPIRRDD
GSWEVIEGYRAQHSQHRTPCKGGIR
[YSTDVSVDEVKALASLMTYKCAVVD
IVPFGGAKAGVKINPKNYTDNELEKIT
RRFTMELAKKGFIGPGIDVPAPDMS
ITGEREMSWIADTYASTIGHYDINAH
IACVTGKPISQGGIHGRISATGRGVFH
GIENFINEASYMSILGMTPGFGDKTF
IVVQGFGNVGLHSMRYLHRFGAKCV
GVGESDGSIWNPDGIDPKELEDFKL
QHGSILGFPKAKVYEGSILEADCDILI
PAASEKQLTKSNAPRVKAKIIAEGAN
GPTTPEADKIFLERNIMVIPDLYLNA
GGVTVSYFEWLKNLNHVSYGRLTFK
YERDSNYHLLMSVQESLERKFGKH
GGTIPVVPTAEFQDRISGASEKDIVH
SGLAYTMERSARQIMRTAMKYNLGL
DLRTAAYVNAIEKVFKVYNEAGVTFT




