UniprotKB Entry name |organism |full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular [extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
P26638 SYSC_MOUSE [Mus Serine-- 28.622039 NaN S241;S506 37453647;29125738 MVLDLDLFRVDKGGDPALIRETQEK |None None None [None None None None None None
musculus [tRNA RFKDPGLVDQLVKADSEWRRCRFR
ligase, IADNLNKLKNLCSKTIGEKMKKKEAV

cytoplasmic

GDDESVPENVLNFDDLTADALAALK
IVSQIKKVRLLIDEAIQKCDGERVKLE
IAERFENLREIGNLLHPSVPISNDEDA
DNKVERIWGDCTVRKKYSHVDLVV
MVDGFEGEKGAVVAGSRGYFLKGPL
IVFLEQALIQYALRTLGSRGYTPIYTPF
FMRKEVMQEVAQLSQFDEELYKVIG
KGSEKSDDNSYDEKYLIATSEQPIAA
LHRDEWLRPEDLPIKYAGLSTCFRQ
EVGSHGRDTRGIFRVHQFEKIEQFV
YSSPHDNKSWEMFDEMIATAEEFY
QSLGIPYHIVNIVSGSLNHAASKKLD
LEAWFPGSGAFRELVSCSNCTDYQA
RRLRIRYGQTKKMMDKVEFVHMLN
IATMCATTRTICAILENYQAEKGIAVP
EKLREFMPPGLQELIPFVKPAPIDQE
PSKKQKKQHEGSKKKAKEVPLENQL
QSMEVTEA




