UniprotKB Entry organism full oglcnacscore o.glcnac p h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus | mitochndrion ent:loplasmlc golgi plasma extl:acellular
ID name name sites sites reticulum apparatus membrane region
P27139 CAH2_RAT [Rattus Carbonic [25.563465 NaN S2;587;S165;S232|34502162 MSHHWGYSKSNGPENWHKEFPIAN (True True 4.668 [2.88 2.178 1.762 1.262 5.0 5.0
norvegicus [anhydrase GDRQSPVDIDTGTAQHDPSLQPLLIC
2 'YDKVASKSIVNNGHSFNVEFDDSQD

FAVLKEGPLSGSYRLIQFHFHWGSS
DGQGSEHTVNKKKYAAELHLVHWN
'TKYGDFGKAVQHPDGLAVLGIFLKIG
PASQGLQKITEALHSIKTKGKRAAFA
NFDPCSLLPGNLDYWTYPGSLTTPP
LLECVTWIVLKEPITVSSEQMSHFRK
LNFNSEGEAEELMVDNWRPAQPLK
NRKIKASFK




