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UniprotKB Entry name |organism [full name loglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion P ic|golgi plasma extl.'acellular
ID sites sites reticulum )apparatus membrane [region
P27144 KAD4 HUMAN [Homo Adenylate 24.907264 NaN NaN 39894887;40596516 [MASKLLRAVILGPPGSGKGTVCQRIA [True False 2.605 [2.334 |5.0 1.177 0.762 1.732 1.766

sapiens kinase 4, QNFGLQHLSSGHFLRENIKASTEVG
mitochondrial EMAKQYIEKSLLVPDHVITRLMMSE

LENRRGQHWLLDGFPRTLGQAEAL
DKICEVDLVISLNIPFETLKDRLSRR
WIHPPSGRVYNLDFNPPHVHGIDDV
TGEPLVQQEDDKPEAVAARLRQYKD
VAKPVIELYKSRGVLHQFSGTETNKI
WPYVYTLFSNKITPIQSKEAY




