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UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion em.ioplasmlc golgi - extl:acellular
ID sites sites reticulum apparatus membrane [region
P27338 AOFB_HUMAN [Homo /Amine 21.366884 NaN NaN 28510447 MSNKCDVVVVGGGISGMAAAKLLH [True False 3.027 [3.772 |5.0 2.653 1.616 2.668 2.785
sapiens oxidase DSGLNVVVLEARDRVGGRTYTLRNQ

[flavin- KVKYVDLGGSYVGPTQNRILRLAKEL

containing] GLETYKVNEVERLIHHVKGKSYPFR

B GPFPPVWNPITYLDHNNFWRTMDD

MGREIPSDAPWKAPLAEEWDNMTM
KELLDKLCWTESAKQLATLFVNLCV
TAETHEVSALWFLWYVKQCGGTTRI
ISTTNGGQERKFVGGSGQVSERIMD
LLGDRVKLERPVIYIDQTRENVLVET
LNHEMYEAKYVISAIPPTLGMKIHFN
PPLPMMRNQMITRVPLGSVIKCIVYY
KEPFWRKKDYCGTMIIDGEEAPVAY
TLDDTKPEGNYAAIMGFILAHKARKL
ARLTKEERLKKLCELYAKVLGSLEAL
EPVHYEEKNWCEEQYSGGCYTTYFP
PGILTQYGRVLRQPVDRIYFAGTETA
THWSGYMEGAVEAGERAAREILHA
MGKIPEDEIWQSEPESVDVPAQPITT
TFLERHLPSVPGLLRLIGLTTIFSATA
LGFLAHKRGLLVRV




