UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma ext
ID name sites sites reticulum |apparatus membrane re¢
P27348 1433T_HUMAN [Homo 14-3-3 [10.644115 S57;563;S156 S92;5232 39990658;23301498;37217939;303 [MEKTELIQKAKLAEQAERYDDMATC [True True 4.753 [5.0 2.371 1.901 1.711 2.309 4.4
sapiens [protein 79171;33214551;40596516;386659 |[MKAVTEQGAELSNEERNLLSVAYKN
theta 16;34931806;40914422;30444036;1 [VVGGRRSAWRVISSIEQKTDTSDKKL

8369606;34019948;35138101;3346
5208

QLIKDYREKVESELRSICTTVLELLD
KYLIANATNPESKVFYLKMKGDYFR
YLAEVACGDDRKQTIDNSQGAYQEA
FDISKKEMQPTHPIRLGLALNFSVFY
YEILNNPELACTLAKTAFDEAIAELD
TLNEDSYKDSTLIMQLLRDNLTLWT
SDSAGEECDAAEGAEN




