UniprotkB Entry name |organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence lintracellular |extracellular |cytosol nucleus mitochndrion Pl golgi plasma extl:acellular
ID sites sites reticulum apparatus  membrane region
P27449 IVATL_HUMAN [Homo \V-type 24.902576 S20;S26;T39 [NaN 40596516;38253038 MSESKSGPEYASFFAVMGASAAMYV [False True False |False False False 4.0 4.412 4.0
sapiens  |proton FSALGAAYGTAKSGTGIAAMSVMRP

ATPase 16 EQIMKSIIPVVMAGIIAIYGLVVAVLIA

kDa NSLNDDISLYKSFLQLGAGLSVGLSG

proteolipid LAAGFAIGIVGDAGVRGTAQQPRLFV

subunit ¢ GMILILIFAEVLGLYGLIVALILSTK




