}Jl;l iprotKB Entry name (organism full oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en@oplasmlc golgi plasma extl:acel
name sites sites reticulum |apparatus membrane region
P27659 RL3_MOUSE [Mus Large 29.450845 NaN S13;S304 29187734;37453647;33300544;362 [MSHRKFSAPRHGSLGFLPRKRSSRH (True False 5.0 4.394 [2.131 1.411 0.847 1.314 1.34
musculus [ribosomal 88343 RGKVKSFPKDDASKPVHLTAFLGYK
subunit IAGMTHIVREVDRPGSKVNKKEVVEA
protein IVTIVETPPMVVVGIVGYVETPRGLRT
uL3 FKTVFAEHISDECKRRFYKNWHKSK

KKAFTKYCKKWQDDTGKKQLEKDF
NSMKKYCQVIRITAHTQMRLLPLRQ
KKAHLMEIQVNGGTVAEKLDWARE
RLEQQVPVNQVFGQDEMIDVIGVTK
GKGYKGVTSRWHTKKLPRKTHRGL
RKVACIGAWHPARVAFSVARAGQKG
[YHHRTEINKKIYKIGQGYLIKDGKLIK
NNASTDYDLSDKSINPLGGFVHYGE
IVTNDFIMLKGCVVGTKKRVLTLRKS
LLVQTKRRALEKIDLKFIDTTSKFGH
GRFQTMEEKKAFMGPLKKDRIAKEE
GA




