UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus imitochndrion en(!oplasmlc golgi plasma extr:acellular
ID sites sites reticulum apparatus membrane region
P27889 HNF1B_MOUSE [Mus Hepatocyte [38.223321 NaN S49;S52;S75;S80 [40997131 MVSKLTSLQQELLSALLSSGVTKEVL [True False 3.173 |5.0 2.142 1.996 1.17 2.087 2.185
musculus [nuclear IQALEELLPSPNFGVKLETLPLSPGS
factor 1- GADLDTKPVFHTLTNGHAKGRLSGD
beta EGSEDGDDYDTPPILKELQALNTEEA

AEQRAEVDRMLSEDPWRAAKMIKG
IYMQQHNIPQREVVDVTGLNQSHLS
QHLNKGTPMKTQKRAALYTWYVRK
QREILRQFNQTVQSSGNMTDKSSQ
DQLLFLFPEFSQQNQGPGQSEDTCS
EPTNKKMRRNRFKWGPASQQILYQ
AYDRQKNPSKEEREALVEECNRAEC
LQRGVSPSKAHGLGSNLVTEVRVYN
'WFANRRKEEAFRQKLAMDAYSSNQ
THNLNPLLTHGSPHHQPSSSPPNK
MSGVRYNQPGNNEVTSSSTISHHG
NSAMVTSQSVLQQVSPASLDPGHSL
LSPDSKMQITVSGGGLPPVSTLTNIH
SLSHHNPQQSQNLIMTPLSGVMAIA
QSLNTSQAQGVPVINSVASSLAALQP
IVQFSQQLHSPHQQPLMQQSPGSHM
AQQPFMAAVTQLQNSHMYAHKQEP
PQYSHTSRFPSAMVVTDTSSINTLTS
MSSSKQCPLQAW




