UniprotKB Entry organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi [plasma eXtI:acelh
ID name name sites reticulum |apparatus| membrane region
P28023 DCTN1_RAT [Rattus Dynactin |36.054081 NaN T108;T145;T146;T147;S179;S212 (18683930;38843836 MAQSKRHMYNRTPSGSRMSTEASA (True False 4.091 14.395 |1.826 1.688 1.937 3.243 2.796
norvegicus [subunit RPLRVGSRVEVIGKGHRGTVAYVGA
1 TLFATGKWVGVILDEAKGKNDGTVQ

GRKYFTCDEGHGIFVRQSQIQVFED
GADTTSPETPDSSASKILKREGADAA
IAKTSKLRGLKPKKAPTARKTTTRRPK
PTRPASTGVAGPSSSLGPSGSASAGE
LSSSEPSTPAQTPLAAPIIPTPALTSP
GAAPPLPSPSKEEEGLRDQVRDLEE
KLETLRLKRSEDKAKLKELEKHKIQL
EQVQEWKSKMQEQQADLQRRLKEA
KEAKEALEAKERYMEEMADTADAIE
MATLDKEMAEERAESLQQEVEALK
ERVDELTTDLEILKAEIEEKGSDGAA
SSYQLKQLEEQNARLKDALVRMRDL
SSSEKQEHVKLQKLMEKKNQELEV
VRQQRERLQEELSQAESTIDELKEQ
'VDAALGAEEMVEMLTDRNLNLEEK
VRELRETVGDLEAMNEMNDELQEN
IARETELELREQLDMAGARVREAQKR
VEAAQETVADYQQTIKKYRQLTAHL
QDVNRELTNQQEASVERQQQPPPE
TFDFKIKFAETKAHAKAIEMELRQM
EVAQANRHMSLLTAFMPDSFLRPG
GDHDCVLVLLLMPRLICKAELIRKQA
QEKFDLSENCSERPGLRGAAGEQLS
FAAGLVYSLSLLQATLHRYEHALSQ
CSVDVYKKVGSLYPEMSAHERSLDF
LIELLHKDQLDETVNVEPLTKAIKYY
QHLYSTHLAEQPEESTMQLADHIKF
TQSALDCMSVEVGRLRAFLQGGQEA
TDIALLLRDLETSCSDIRQFCKKIRRR
MPGTDAPGIPAALAFGSQVSDTLLD
CRKHLTWVVAVLQEVAAAAAQLIAP
LAENEGLPVAALEELAFKASEQIYGS
PSSSPYECLRQSCSILISTMNKLATA
MQEGEYDAERPPSKPPPVEPWPAAL
RAEITDAEGLGLKLEDRETVIKELKK
SLKIKGEELSEANVRLSLLEKKLDSA
IAKDADERIEKVQTRLEETQTLLRKKE
KEFEETMDALQADIDQLEAEKTELK
QRLNSQSKRTIEGLRGPPPSGIATLV
SGIAGEEQQRGGTPGQAPGALPGPG
PVKDSPLLLQQISAMRLHISQLQHE
NSILRGAQMKASLAALPPLHVAKFS
LPPHEGPGGNLLSGALYRKTSQLLE
KLNQLSTYTHVVDITRSSPACKSPSA
QLMEQVAQLKSLSDTIEKLKDEVLK
ETVIQRPGATVPTDFATFPSSAFLRA
KEEQQDDTVYMGKVTFSCAAGLGQ
RHRLVLTQEQLHQLHGRLIS




