UniprotKB Entry name organism [full name oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi
ID sites reticulum |apparatt
P28033 CEBPB_MOUSE [Mus CCAAT/enhancer-|46.752753 S180;S181 [T179;S184;T188;T217;S239;S276|28135057;40997131;19478079  MHRLLAWDAACLPPPPAAFRPMEV |True False 3.01 5.0 3.08 2.239 1.422

musculus

binding protein
beta

ANFYYEPDCLAYGAKAARAAPRAPA
IAEPAIGEHERAIDFSPYLEPLAPAAD
FAAPAPAHHDFLSDLFADDYGAKPS
KKPADYGYVSLGRAGAKAAPPACFPP
PPPAALKAEPGFEPADCKRADDAPA
MAAGFPFALRAYLGYQATPSGSSGS
LSTSSSSSPPGTPSPADAKAAPAACF
IAGPPAAPAKAKAKKTVDKLSDEYKM
RRERNNIAVRKSRDKAKMRNLETQ
HKVLELTAENERLQKKVEQLSRELS

TLRNLFKQLPEPLLASAGHC




