UniprotKB

D Entry name |organism full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma
sites sites reticulum |apparatus membrane
P28066 PSA5_HUMAN Homo Proteasome (13.355143 S6;S63;S198|S16;T55;S56;563 [40136647;23301498;37217939;405 MFLTRSEYDRGVNTFSPEGRLFQVE [True False 4.835 5.0 1.637 1.467 0.799 1.339
sapiens subunit 96516;38665916;26374642;347257 [YAIEAIKLGSTAIGIQTSEGVCLAVEK
alpha type- 12;40914422;34019948;28510447;3 |RITSPLMEPSSIEKIVEIDAHIGCAMS
5 3465208;18984734 GLIADAKTLIDKARVETQNHWFTYN

ETMTVESVTQAVSNLALQFGEEDAD
PGAMSRPFGVALLFGGVDEKGPQLF
HMDPSGTFVQCDARAIGSASEGAQS
SLQEVYHKSMTLKEAIKSSLIILKQV
MEEKLNATNIELATVQPGQNFHMF
TKEELEEVIKDI




