UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma ex
ID sites sites reticulum |apparatus membrane re
P28070 PSB4_HUMAN Homo Proteasome [27.819882 T138;T236(S526;T102 34229054;40596516;38665916;263 |MEAFLGSRSGLWAGGPAPGQFYRIP (True False 4.391 |5.0 4.325 1.551 1.068 1.399 4.2
sapiens  |subunit 74642;34725712;40914422;395342 |STPDSFMDPASALYRGPITRTQNPM
beta type-4 44;29485866;33465208 VITGTSVLGVKFEGGVVIAADMLGSY

GSLARFRNISRIMRVNNSTMLGASG
DYADFQYLKQVLGQMVIDEELLGDG
HSYSPRAIHSWLTRAMYSRRSKMNP
LWNTMVIGGYADGESFLGYVDMLG
VAYEAPSLATGYGAYLAQPLLREVLE
KQPVLSQTEARDLVERCMRVLYYRD
ARSYNRFQIATVTEKGVEIEGPLSTE
TNWDIAHMISGFE




