UniprotKB Entry name organism [full name oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion wen(_ioplasmlc golgi
ID sites reticulum apparatu:
P28347 TEAD1_HUMAN |Homo Transcriptional [29.614074 S126;5127;S132;T134S11 34725712;35289036;33214551;300 [MEPSSWSGSESPAENMERMSDSAD [True False 1.562 (4.74 False False 1.38
sapiens |enhancer 59200;31492838;40596516;395342 [KPIDNDAEGVWSPDIEQSFQEALAIY
44 PPCGRRKIILSDEGKMYGRNELIARY

factor TEF-1
IKLRTGKTRTRKQVSSHIQVLARRKS

RDFHSKLKDQTAKDKALQHMAAMS
SAQIVSATATHNKLGLPGIPRPTFPGA
PGFWPGMIQTGQPGSSQDVKPFVQ
QAYPIQPAVTAPIPGFEPASAPAPSVP
AWQGRSIGTTKLRLVEFSAFLEQQR
DPDSYNKHLFVHIGHANHSYSDPLL
ESVDIRQIYDKFPEKKGGLKELFGKG
PQNAFFLVKFWADLNCNIQDDAGA
FYGVTSQYESSENMTVTCSTKVCSF
GKQVVEKVETEYARFENGRFVYRIN
RSPMCEYMINFIHKLKHLPEKYMM
NSVLENFTILLVVITNRDTQETLLCM
IACVFEVSNSEHGAQHHIYRLVKD




