}11;1 iprotkB Entry name organism [full name oglcnacscore o'glcnac p'h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
P28352 APEX1 MOUSE |Mus DNA- 23.627151 NaN S18;S53;T232 37453647 MPKRGKKAAADDGEEPKSEPETKKS [True False 2.825 5.0 5.0 3.673 0.979 1.817 1.837
musculus |(apurinic or KGAAKKTEKEAAGEGPVLYEDPPDQ
apyrimidinic KTSPSGKSATLKICSWNVDGLRAWI
site) KKKGLDWVKEEAPDILCLQETKCSE
endonuclease NKLPAELQELPGLTHQYWSAPSDKE

GYSGVGLLSRQCPLKVSYGIGEEEH
DQEGRVIVAEFESFVLVTAYVPNAGR
GLVRLEYRQRWDEAFRKFLKDLASR
KPLVLCGDLNVAHEEIDLRNPKGNK
KNAGFTPQERQGFGELLQAVPLADS
FRHLYPNTAYAYTFWTYMMNARSK
NVGWRLDYFLLSHSLLPALCDSKIR
SKALGSDHCPITLYLAL




