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UniprotKB Entry name |organism [full name [oglcnacscore oglcnac P OSE rylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extn:acellular
ID sites sites reticulum apparatus membrane region
P28571 SC6A9_MOUSE Mus Sodium-  |39.03173 NaN T657;5S659;S684 (41018975 MIGGDTRAASAHPGMASAQGPVATP [False True 1.448 (1.684 |1.604 1.401 0.906 5.0 1.923
musculus |and SPEQPFPGTTSVSLARPVLRVWHGA

chloride- HSSGLLPNLIAQHSPAMAQNGAVPS

dependent EATKKDQNLTRGNWGNQIEFVLTSV

glycine GYAVGLGNVWRFPYLCYRNGGGAF

transporter MFPYFIMLIFCGIPLFFMELSFGQFA

1

SQGCLGVWRISPMFKGVGYGMMVV
STYIGIYYNVVICIAFYYFFSSMTHVL
PWAYCNNPWNTPDCAGVLDASNLT
NGSRPAALSGNLSHLENYTLQRTSP
SEEYWRLYVLKLSDDIGNFGEVRLP
LLGCLGVSWVVVFLCLIRGVKSSGK
IVVYFTATFPYVVLTILFVRGVTLEGAF
TGIMYYLTPQWDKILEAKVWGDAAS
QIFYSLGCAWGGLITMASYNKFHNN
CYRDSVIISITNCATSVYAGFVIFSILG
FMANHLGVDVSRVADHGPGLAFVA
YPEALTLLPISPLWSLLFFFMLILLGL
GTQFCLLETLVTAIVDEVGNEWILQK
KTYVTLGVAVAGFLLGIPLTSQAGIY
WLLLMDNYAASFSLVVISCIMCVSI
MYIYGHRNYFQDIQMMLGFPPPLFF
QICWRFVSPAIIFFILIFTVIQYRPITY
NHYQYPGWAVAIGFLMALSSVICIPL
YALFQLCRTDGDTLLQRLKNATKPS
RDWGPALLEHRTGRYAPTTTPSPED
GFEVQPLHPDKAQIPIVGSNGSSRFQ
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