UniprotKB [Entry organism (full name |oglcnacscore o‘glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl"acellular
1D name sites sites reticulum apparatus membrane region
P28572 SC6A9_RAT |Rattus Sodium- 23.439218 NaN T603;S605;S630 (38843836 | MAVAHGPVATSSPEQNGAVPSEATK |False True 1.24 1.333 1.304 1.124 0.685 5.0 1.802
norvegicus [and KDQNLTRGNWGNQIEFVLTSVGYAV

chloride- GLGNVWRFPYLCYRNGGGAFMFPY

dependent FIMLVFCGIPLFFMELSFGQFASQG

glycine CLGVWRISPMFKGVGYGMMVVSTYI

transporter GIYYNVVICIAFYYFFSSMTHVLPWA

1

YCNNPWNTPDCAGVLDASNLTNGS
RPTALSGNLSHLFNYTLQRTSPSEEY
'WRLYVLKLSDDIGDFGEVRLPLLGC
LGVSWVVVFLCLIRGVKSSGKVVYFT
ATFPYVVLTILFVRGVTLEGAFTGIM
YYLTPKWDKILEAKVWGDAASQIFYS
LGCAWGGLITMASYNKFHNNCYRD
SVIISITNCATSVYAGFVIFSILGFMA
NHLGVDVSRVADHGPGLAFVAYPEA
LTLLPISPLWSLLFFFMLILLGLGTQF
CLLETLVTAIVDEVGNEWILQKKTYV
TLGVAVAGFLLGIPLTSQAGIYWLLL
MDNYAASFSLVVISCIMCVSIMYIYG
HRNYFQDIQMMLGFPPPLFFQICWR
FVSPTIIFFILIFTVIQYRPITYNHYQYP
GWAVAIGFLMALSSVICIPLYALFQL
CRTDGDTLLQRLKNATKPSRDWGPA
LLEHRTGRYAPTTTPSPEDGFEVQPL
HPDKAQIPIVGSNGSSRLQDSRI




