UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular [cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
P29074 PTN4_HUMAN [Homo Tyrosine- 19.994096 NaN S474 37217939 MTSRFRLPAGRTYNVRASELARDRQ (True True 4.785 |4.517 [1.15 0.845 0.622 5.0 1.204
sapiens protein HTEVVCNILLLDNTVQAFKVNKHDQ

phosphatase GQVLLDVVFKHLDLTEQDYFGLQLA

non- DDSTDNPRWLDPNKPIRKQLKRGSP

receptor 'YSLNFRVKFFVSDPNKLQEEYTRYQ

type 4 YFLQIKQDILTGRLPCPSNTAALLASF

IAVQSELGDYDQSENLSGYLSDYSFIP
NQPQDFEKEIAKLHQQHIGLSPAEA
EFNYLNTARTLELYGVEFHYARDQS
NNEIMIGVMSGGILIYKNRVRMNTF
PWLKIVKISFKCKQFFIQLRKELHES
RETLLGFNMVNYRACKNLWKACVE
HHTFFRLDRPLPPQKNFFAHYFTLG
SKFRYCGRTEVQSVQYGKEKANKDR
VFARSPSKPLARKLMDWEVVSRNSI
SDDRLETQSLPSRSPPGTPNHRNST
FTQEGTRLRPSSVGHLVDHMVHTSP
SEVFVNQRSPSSTQANSIVLESSPSQ
ETPGDGKPPALPPKQSKKNSWNQIH
'YSHSQQDLESHINETFDIPSSPEKPT
PNGGIPHDNLVLIRMKPDENGRFGF
NVKGGYDQKMPVIVSRVAPGTPADL
CVPRLNEGDQVVLINGRDIAEHTHD
QVVLFIKASCERHSGELMLLVRPNA
'VYDVVEEKLENEPDFQYIPEKAPLDS
VHQDDHSLRESMIQLAEGLITGTVL
TQFDQLYRKKPGMTMSCAKLPQNIS
KNRYRDISPYDATRVILKGNEDYINA
NYINMEIPSSSIINQYIACQGPLPHTC
TDFWQMTWEQGSSMVVMLTTQVE
RGRVKCHQYWPEPTGSSSYGCYQVT
CHSEEGNTAYIFRKMTLFNQEKNES
RPLTQIQYIAWPDHGVPDDSSDFLD
FVCHVRNKRAGKEEPVVVHCSAGIG
RTGVLITMETAMCLIECNQPVYPLDI
VRTMRDQRAMMIQTPSQYRFVCEAI
LKVYEEGFVKPLTTSTNK




