UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma ext

ID sites sites reticulum |apparatus membrane re¢

P29144 TPP2_HUMAN [Homo Tripeptidyl- [27.209325 T299;S740(S915 23301498;38665916;40914422;350 [MATAATEEPFPFHGLLPKKETGAAS ([True False 4.782 |4.574 |1.345 1.756 1.117 1.355 1.2
sapiens [peptidase 2 08409;38253038 FLCRYPEYDGRGVLIAVLDTGVDPGA

PGMQVTTDGKPKIVDIIDTTGSGDVN
TATEVEPKDGEIVGLSGRVLKIPASW
TNPSGKYHIGIKNGYDFYPKALKERI
QKERKEKIWDPVHRVALAEACRKQE
EFDVANNGSSQANKLIKEELQSQVE
LLNSFEKKYSDPGPVYDCLVWHDGE
IVWRACIDSNEDGDLSKSTVLRNYKE
IAQEYGSFGTAEMLNYSVNIYDDGNL
LSIVTSGGAHGTHVASIAAGHFPEEP
ERNGVAPGAQILSIKIGDTRLSTMET
GTGLIRAMIEVINHKCDLVNYSYGEA
THWPNSGRICEVINEAVWKHNIIYV
SSAGNNGPCLSTVGCPGGTTSSVIG
IVGAYVSPDMMVAEYSLREKLPANQY
TWSSRGPSADGALGVSISAPGGAIAS
VPNWTLRGTQLMNGTSMSSPNACG
GIALILSGLKANNIDYTVHSVRRALE
NTAVKADNIEVFAQGHGIIQVDKAYD
YLVQNTSFANKLGFTVTVGNNRGIY
LRDPVQVAAPSDHGVGIEPVFPENT
ENSEKISLQLHLALTSNSSWVQCPS
HLELMNQCRHINIRVDPRGLREGLH
YTEVCGYDIASPNAGPLFRVPITAVIA
AKVNESSHYDLAFTDVHFKPGQIRR
HFIEVPEGATWAEVTVCSCSSEVSA
KFVLHAVQLVKQRAYRSHEFYKFCS
LPEKGTLTEAFPVLGGKAIEFCIARW
'WASLSDVNIDYTISFHGIVCTAPQLN
IHASEGINRFDVQSSLKYEDLAPCIT
LKNWVQTLRPVSAKTKPLGSRDVLP
NNRQLYEMVLTYNFHQPKSGEVTP
SCPLLCELLYESEFDSQLWIIFDQNK
RQMGSGDAYPHQYSLKLEKGDYTIR
LQIRHEQISDLERLKDLPFIVSHRLS
NTLSLDIHENHSFALLGKKKSSNLT
LPPKYNQPFFVTSLPDDKIPKGAGPG
CYLAGSLTLSKTELGKKADVIPVHYY
LIPPPTKTKNGSKDKEKDSEKEKDLK
EEFTEALRDLKIQWMTKLDSSDIYN
ELKETYPNYLPLYVARLHQLDAEKE
RMKRLNEIVDAANAVISHIDQTALAV
IYIAMKTDPRPDAATIKNDMDKQKST
LVDALCRKGCALADHLLHTQAQDGA
ISTDAEGKEEEGESPLDSLAETFWET
TKWTDLFDNKVLTFAYKHALVNKM
YGRGLKFATKLVEEKPTKENWKNCI
QLMKLLGWTHCASFTENWLPIMYP
PDYCVF




