UniprotkB Entry name lorganism full oglcnacscore oglcnac p'h osphorylation PMIDS sequence intracellular extracellular [cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extr.acellular
1D name sites sites reticulum apparatus membrane region
P29323 EPHB2 _HUMAN [Homo Ephrin |15.07159 T494 S983;S984 30379171;38665916  MALRRLGAALLLLPLLAAVEETLMD [None None None |None None None None None None
sapiens  [type-B STTATAELGWMVHPPSGWEEVSGY
receptor DENMNTIRTYQVCNVFESSQNNWL

RTKFIRRRGAHRIHVEMKFSVRDCS
SIPSVPGSCKETFNLYYYEADFDSAT
KTFPNWMENPWVKVDTIAADESFS
QVDLGGRVMKINTEVRSFGPVSRSG
FYLAFQDYGGCMSLIAVRVFYRKCP
RIIQNGAIFQETLSGAESTSLVAARG
SCIANAEEVDVPIKLYCNGDGEWLV
PIGRCMCKAGFEAVENGTVCRGCPS
GTFKANQGDEACTHCPINSRTTSEG
IATNCVCRNGYYRADLDPLDMPCTTI
PSAPQAVISSVNETSLMLEWTPPRD
SGGREDLVYNIICKSCGSGRGACTRC
GDNVQYAPRQLGLTEPRIYISDLLAH
TQYTFEIQAVNGVTDQSPFSPQFASV
NITTNQAAPSAVSIMHQVSRTVDSIT
LSWSQPDQPNGVILDYELQYYEKEL
SEYNATAIKSPTNTVTVQGLKAGAIY
VFQVRARTVAGYGRYSGKMYFQTMT
EAEYQTSIQEKLPLIIGSSAAGLVFLI
IAVVVIAIVCNRRGFERADSEYTDKLQ
HYTSGHMTPGMKIYIDPFTYEDPNE
IAVREFAKEIDISCVKIEQVIGAGEFGE
IVCSGHLKLPGKREIFVAIKTLKSGYT
EKQRRDFLSEASIMGQFDHPNVIHL
EGVVTKSTPVMIITEFMENGSLDSFL
RQNDGQFTVIQLVGMLRGIAAGMKY
LADMNYVHRDLAARNILVNSNLVCK
IVSDFGLSRFLEDDTSDPTYTSALGGK
IPIRWTAPEAIQYRKFTSASDVWSYGI
VMWEVMSYGERPYWDMTNQDVIN
IAIEQDYRLPPPMDCPSALHQLMLDC
'WQKDRNHRPKFGQIVNTLDKMIRN
PNSLKAMAPLSSGINLPLLDRTIPDY
TSFNTVDEWLEAIKMGQYKESFANA
GFTSFDVVSQMMMEDILRVGVTLA
GHQKKILNSIQVMRAQMNQIQSVEG
QPLARRPRATGRTKRCQPRDVTKKT
CNSNDGKKKGMGKKKTDPGRGREI
QGIFFKEDSHKESNDCSCGG




