UniprotKB Entry name (organism [full name loglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion wen(.ioplasmlc golgi

ID sites reticulum |apparatu

P29401 'TKT_HUMAN [Homo Transketolase 13.393101 T30;T31;S345|S3;S104;T275;T287;5S295;S345(30397120;23301498;37217939;332 [MESYHKPDQQKLQALKDTANRLRIS [True True 4.656 4.9 2.529 3.845 1.47
sapiens 14551;40596516;26853435;410165 |SIQATTAAGSGHPTSCCSAAEIMAVL

76;38665916;26374642;34725712;3
2119511;40914422;35289036;3508
3852;34019948;35138101

FFHTMRYKSQDPRNPHNDRFVLSK
GHAAPILYAVWAEAGFLAEAELLNL
RKISSDLDGHPVPKQAFTDVATGSL
GQGLGAACGMAYTGKYFDKASYRVY
CLLGDGELSEGSVWEAMAFASIYKL
DNLVAILDINRLGQSDPAPLQHQMD
IYQKRCEAFGWHAIIVDGHSVEELCK
IAFGQAKHQPTAITAKTFKGRGITGVE
DKESWHGKPLPKNMAEQIIQEIYSQI
QSKKKILATPPQEDAPSVDIANIRMP
SLPSYKVGDKIATRKAYGQALAKLGH
ASDRIIALDGDTKNSTFSEIFKKEHP
DRFIECYIAEQNMVSIAVGCATRNRT
IVPFCSTFAAFFTRAFDQIRMAAISES
NINLCGSHCGVSIGEDGPSQMALED
LAMFRSVPTSTVFYPSDGVATEKAVE
LAANTKGICFIRTSRPENAIIYNNNE
DFQVGQAKVVLKSKDDQVTVIGAGV
TLHEALAAAELLKKEKINIRVLDPFTI
KPLDRKLILDSARATKGRILTVEDHY
YEGGIGEAVSSAVVGEPGITVTHLAV
NRVPRSGKPAELLKMFGIDRDAIAQ
IAVRGLITKA




