UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular [cytosol [nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane [region
P29413 CALR_DROME Drosophila [Calreticulin|27.146871 NaN NaN 15952742 MMWCKTVIVLLATVGFISAEVYLKE [None None None |None None None None None None

melanogaster

NFDNENWEDTWIYSKHPGKEFGKF
VLTPGTFYNDAEADKGIQTSQDARF
'YAASRKFDGFSNEDKPLVVQFSVKH
EQNIDCGGGYVKLFDCSLDQTDMH
GESPYEIMFGPDICGPGTKKVHVIFS
'YKGKNHLISKDIRCKDDVYTHFYTLI
VRPDNTYEVLIDNEKVESGNLEDDW
DFLAPKKIKDPTATKPEDWDDRATIP
DPDDKKPEDWDKPEHIPDPDATKPE
DWDDEMDGEWEPPMIDNPEFKGE
'WQPKQLDNPNYKGAWEHPEIANPE
YVPDDKLYLRKEICTLGFDLWQVKS
GTIFDNVLITDDVELAAKAAAEVKNT
QAGEKKMKEAQDEVQRKKDEEEAK
KASDKDDEDEDDDDEEKDDESKQD
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