
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P29477 NOS2_MOUSE Mus
musculus

Nitric
oxide
synthase,
inducible

26.330493 NaN T569 35432339 MACPWKFLFKVKSYQSDLKEEKDIN
NNVKKTPCAVLSPTIQDDPKSHQNG
SPQLLTGTAQNVPESLDKLHVTSTR
PQYVRIKNWGSGEILHDTLHHKATS
DFTCKSKSCLGSIMNPKSLTRGPRD
KPTPLEELLPHAIEFINQYYGSFKEA
KIEEHLARLEAVTKEIETTGTYQLTL
DELIFATKMAWRNAPRCIGRIQWSN
LQVFDARNCSTAQEMFQHICRHILY
ATNNGNIRSAITVFPQRSDGKHDFR
LWNSQLIRYAGYQMPDGTIRGDAAT
LEFTQLCIDLGWKPRYGRFDVLPLVL
QADGQDPEVFEIPPDLVLEVTMEHP
KYEWFQELGLKWYALPAVANMLLE
VGGLEFPACPFNGWYMGTEIGVRDF
CDTQRYNILEEVGRRMGLETHTLAS
LWKDRAVTEINVAVLHSFQKQNVTI
MDHHTASESFMKHMQNEYRARGG
CPADWIWLVPPVSGSITPVFHQEML
NYVLSPFYYYQIEPWKTHIWQNEKL
RPRRREIRFRVLVKVVFFASMLMRK
VMASRVRATVLFATETGKSEALARD
LATLFSYAFNTKVVCMDQYKASTLE
EEQLLLVVTSTFGNGDCPSNGQTLK
KSLFMLRELNHTFRYAVFGLGSSMY
PQFCAFAHDIDQKLSHLGASQLAPT
GEGDELSGQEDAFRSWAVQTFRAA
CETFDVRSKHHIQIPKRFTSNATWE
PQQYRLIQSPEPLDLNRALSSIHAKN
VFTMRLKSQQNLQSEKSSRTTLLVQ
LTFEGSRGPSYLPGEHLGIFPGNQTA
LVQGILERVVDCPTPHQTVCLEVLDE
SGSYWVKDKRLPPCSLSQALTYFLDI
TTPPTQLQLHKLARFATDETDRQRL
EALCQPSEYNDWKFSNNPTFLEVLE
EFPSLHVPAAFLLSQLPILKPRYYSIS
SSQDHTPSEVHLTVAVVTYRTRDGQ
GPLHHGVCSTWIRNLKPQDPVPCFV
RSVSGFQLPEDPSQPCILIGPGTGIAP
FRSFWQQRLHDSQHKGLKGGRMSL
VFGCRHPEEDHLYQEEMQEMVRKR
VLFQVHTGYSRLPGKPKVYVQDILQK
QLANEVLSVLHGEQGHLYICGDVRM
ARDVATTLKKLVATKLNLSEEQVED
YFFQLKSQKRYHEDIFGAVFSYGAKK
GSALEEPKATRL

True True 4.768 4.766 3.0 2.477 1.666 4.186 4.633


