UniprotKB Entry name |organism full name |oglcnacscore oglcnac P OSE ylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P29788 'VINC_MOUSE [Mus Vitronectin (37.624783 NaN T69;S311;S362;S398(40997131;37453647 MAPLRPFFILALVAWVSLADQESCK |False True 2.282 [2.673 |2.198 3.229 3.021 3.101 5.0

musculus GRCTQGFMASKKCQCDELCTYYQS

CCADYMEQCKPQVTRGDVFTMPED
DYWSYDYVEEPKNNTNTGVQPENT
SPPGDLNPRTDGTLKPTAFLDPEEQ
PSTPAPKVEQQEEILRPDTTDQGTPE
FPEEELCSGKPFDAFTDLKNGSLFA
FRGQYCYELDETAVRPGYPKLIQDV
WGIEGPIDAAFTRINCQGKTYLFKGS
QYWRFEDGVLDPGYPRNISEGFSGI
PDNVDAAFALPAHRYSGRERVYFFK
GKQYWEYEFQQQPSQEECEGSSLSA
VFEHFALLQRDSWENIFELLFWGRS
SDGAREPQFISRNWHGVPGKVDAA
MAGRIYVTGSLSHSAQAKKQKSKRR
SRKRYRSRRGRGHRRSQSSNSRRSS
RSIWFSLFSSEESGLGTYNNYDYDM
DWLVPATCEPIQSVYFFSGDKYYRV
NLRTRRVDSVNPPYPRSIAQYWLGC
PTSEK




