}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol [nucleus mitochndrion enc!oplasmlc golgi plasma ex
sites sites reticulum |apparatus membrane re:
P30040 ERP29_HUMAN [Homo Endoplasmic|21.513358 NaN T64;T66 34229054;35083852;33214551;340 |MAAAVPRAAFLSPLLPLLLGFLLLSA |False True 1.787 [2.726 [1.884 5.0 1.895 1.738 3.2
sapiens [reticulum 19948;21740066;38665916 PHGGSGLHTKGALPLDTVTFYKVIPK
resident SKFVLVKFDTQYPYGEKQDEFKRLA
protein 29 ENSASSDDLLVAEVGISDYGDKLNM

ELSEKYKLDKESYPVFYLFRDGDFE
NPVPYTGAVKVGAIQRWLKGQGVYL
GMPGCLPVYDALAGEFIRASGVEAR
QALLKQGQDNLSSVKETQKKWAEQ
'YLKIMGKILDQGEDFPASEMTRIARL
IEKNKMSDGKKEELQKSLNILTAFQ
KKGAEKEEL




