}Jl;l iprotKB Entry name organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma ©
sites sites reticulum |apparatus membrane r
P30048 PRDX3_HUMAN [Homo Thioredoxin- [27.941452 NaN T146 30444036;34229054;38665916;350 [MAAAVGRLLRASVARHVSAIPWGIS [True True 4.494 |4.463 |5.0 2.192 1.626 4.429 2
sapiens |dependent 83852;32870666;23301498;321195 |[ATAALRPAACGRTSLTNLLCSGSSQA
peroxide 11;34725712;23576270 KLFSTSSSCHAPAVTQHAPYFKGTAV
reductase, [VNGEFKDLSLDDFKGKYLVLFFYPL
mitochondrial DFTFVCPTEIVAFSDKANEFHDVNC

EVVAVSVDSHFSHLAWINTPRKNGG
LGHMNIALLSDLTKQISRDYGVLLEG
SGLALRGLFIIDPNGVIKHLSVNDLP
[VGRSVEETLRLVKAFQYVETHGEVC
PANWTPDSPTIKPSPAASKEYFQKV
NQ




