UniprotKB Entry name organism full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion ent!oplasmlc golgi plasma &

ID sites sites reticulum apparatus membrane [r(

P30084 ECHM_HUMAN |Homo Enoyl-CoA 22.727406 S9 T46;S114 34229054;40596516;38665916;347 [MAALRVLLSCVRGPLRPPVRCPAWR [True False 2.931 [2.042 |5.0 1.946 1.296 1.786 1
sapiens |hydratase, 25712;40914422;33465208 PFASGANFEYITAEKRGKNNTVGLIQ

mitochondrial

LNRPKALNALCDGLIDELNQALKTF
EEDPAVGAIVLTGGDKAFAAGADIKE
MQNLSFQDCYSSKFLKHWDHLTQV
KKPVIAAVNGYAFGGGCELAMMCDI
[YAGEKAQFAQPEILIGTIPGAGGTQR
LTRAVGKSLAMEMVLTGDRISAQDA
KQAGLVSKICPVETLVEEAIQCAEKIA
SNSKIVVAMAKESVNAAFEMTLTEG
SKLEKKLFYSTFATDDRKEGMTAFV
EKRKANFKDQ




